r CRF Erroro Corroctod by tho STIC Sy3lom3 Brnnct) 



dnr^n/ Numbor: f 7 f O JJ> f^ 1 kg Gonad Dy: — — L. 

□ Changed a rao'rromna^-ASCII lo ASCII C VSj J* ^ p Vo " n <*> ^ : -U^^T(ST,c 

| | Changod Iho margins in cases whoro tho sequenco loxl was *vCp£g/" down lo Iho noxl line* 

NOV 1 3 2001 

| 1 Edited a lonnat error in the Current Application Data section. specrficaJly: 

- TEC1 i CENTER 4600/2900 

[ J Editod iho Current Application Data seclion wrth the acluai cuneni number. The number inputted by the 
applicant was Q the prior application dala; or O other . 

| | Added tho mandatory hoading and subheadings for "Cunent Application Data*. 

[ | Edited iho "Number of Sequences" fiold. Tho applicant spellod out a numbcr'instoadol using an intogor. 

[ j Changed Iho spelling of a mandatory field (the headings or subheadings), specifically: 

| [ Corrected Iho SEO ID NO when obviously incorrect. The sequence numbers that wero edited were: 

[ J Inserled or corroded a nucleic number at Iho end of a nucleic lino. SEO 10 NO's edited: 

[ j Corroded subheading placement. All responses must bo on tho same line as each subheading. If iho 

applicant.>placod a rosponse below Iho subheading, Ihis was moved lo its appropriato placo. 

| | Inserted colons after headings'subheadings. Headings edited included: *, . 

| j Deleted extra, invalid, headings used by an applicant, spccificaJly: 

Delelod: Qf^lion-ASCll "garbago" at Iho beginning/end of filos; O secretary initials/filenamo at end of file: 
D page numbers throughout text; □ other invalid loxl. such as_J 

[ | Inserted mandatory headings, specifically: 

[ ] Correded an obvious error in Iho response, specifically: 



[ 1 Edllcd identifiers where upper case is used but lower caso is required, or vice versa. 

[ 1 Corred.ed an orror.in Iho Number ol Sequences field, specifically: 



[ | A "Hard Pago Break" code was inserted by the applicant. All occurrences had to bo deloted. 

| J Deloted ending stop codon in amino acid sequences and adjusted the "(A)Length:* field accordingry (error 
duo lo a Patenlln bug). Sequences correded: 

I 1 Other: 



"Examiner: The abovo corrections must bo communicated to the applicant in tho first Office 
Acifon. DO NOT send a copy of this form. 3/1/9 
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RAW SEQUENCE LISTING DATE: 08/14/2001 

PATENT APPLICATION: US/09/236 , 995B TIME: 15: 54 :41 

Input Set : A:\Pto.amc RECEIVED 
Output Set: N:\CRF3\08142001\I236995B.raw ^ £001 

3 <110> APPLICANT: Mahajan, Pramod B. kl ^rn jMAinnnn 

4 zuo, zhuang TECH CENTER 1600/2900 

6 <120> TITLE OF INVENTION: Poly ADP-Ribose Polymerase Gene and Its Uses 
8 <130> FILE REFERENCE: 5718-34, 035718-174234 

10 <140> CURRENT APPLICATION NUMBER: 09/236, 995B 

11 <141> CURRENT FILING DATE: 1999-01-26 

13 <150> PRIOR APPLICATION NUMBER: 60/072,785 

14 <151> PRIOR FILING DATE: 1998-01-27 
16 <160> NUMBER OF SEQ ID NOS : 5 

18 <170> SOFTWARE: Patentln Ver . 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 2949 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Zea mays 
2 5 <220> FEATURE: 

26 <221> NAME/KEY: CDS 

27 <222> LOCATION: (1)..(2949) 

29 <220> FEATURE: 

30 <221> NAME/KEY: misc_feature 

31 <222> LOCATION: (1)..(2949) 

32 <223> OTHER INFORMATION: n-A, T, C, or G 

34 <220> FEATURE: 

35 <221> NAME/KEY: misc_feature 

36 <222> LOCATION: (1)..(2949) 

37 <223> OTHER INFORMATION: Xaa=unknown 

39 <400> SEQUENCE: 1 

40 atg gcg gcg ccg cca aag gcg tgg aag gcg gag tat gcc aag tct ggg 48 

41 Met. Ala Ala Pro Pro Lys Ala Trp Lys Ala Glu Tyr Ala Lys Ser Gly 

42 1 5 10 15 

44 egg gcc teg tgc aag tea tgc egg tec cct ate gcc aag gac cag etc 96 

4 5 Arg Ala Ser Cys Lys Ser Cys Arg Ser Pro lie Ala Lys Asp Gin Leu 

46 20 25 30 

48 cgt ctt ggc aag atg gtt cag gcg tea cag ttc gac ggc ttc atg ccg 144 

49 Arg Leu Gly Lys Met Val Gin Ala Ser Gin Phe Asp Gly Phe Met Pro 

50 35 40 45 

52 atg tgg aac cat gcc agg tgc ate ttc age aag aag aac cag ata aaa 192 

53 Met Trp Asn His Ala Arg Cys lie Phe Ser Lys Lys Asn Gin lie Lys 

54 50 55 60 

56 tec gtt gac gat gtt gaa ggg ata gat gca ctt aga tgg gat gat caa 240 

57 Ser Val Asp Asp Val Glu Gly lie Asp Ala Leu Arg Trp Asp Asp Gin 

58 65 70 75 80 

60 gag aag ata cga aac tac gtt ggg agt gcc tea get ggt aca agt tct 288 

61 Glu Lys lie Arg Asn Tyr Val Gly Ser Ala Ser Ala Gly Thr Ser Ser 

62 85 90 95 

64 aca get get cct cct gag aaa tgt aca att gag att get cca tct gcc 336 

65 Thr Ala Ala Pro Pro Glu Lys Cys Thr lie Glu lie Ala Pro Ser Ala 

66 100 105 110 
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68 
69 



cgt act tea tgt aga cga tgc agt gaa aag att aca aaa gga teg gtc 384 
Arg Thr Ser Cys Arg Arg Cys Ser Glu Lys He Thr Lys Gly Ser Val 
™ H5 120 125 

72 cgt ctt tea get aag ctt gag agt gaa ggt ccc aag ggt ata cca tgg 432 

73 Arg Leu Ser Ala Lys Leu Glu Ser Glu Gly Pro Lys Gly He Pro Trp 

74 130 135 140 

76 tat cat gec aac tgt ttc ttt gag gta tec ccg tct gca act gtt gag 480 

77 Tyr His Ala Asn Cys Phe Phe Glu Val Ser Pro Ser Ala Thr Val Glu 

78 145 150 155 160 

80 aag ttc tea ggc tgg gat act ttg tec gat gag gat aag ag;a ace atg 528 

81 Lys Phe Ser Gly Trp Asp Thr Leu Ser Asp Glu Asp Lys Arg Thr Met 

82 165 170 175 

84 etc gat ctt gtt aaa aaa gat gtt ggc aac aat gaa caa aat aag ggt 576 

85 Leu Asp Leu Val Lys Lys Asp Val Gly Asn Asn Glu Gin Asn Lys Gly 

86 180 185 190 

88 tec aag cgc aag aaa agt gaa aat gat att gat age tac aaa tec gee 624 

89 Ser Lys Arg Lys Lys Ser Glu Asn Asp He Asp Ser Tyr Lys Ser Ala 

90 195 200 205 

92 agg tta gat gaa agt aca tct gaa ggt aca gtg cga aac aaa ggg caa 672 

93 Arg Leu Asp Glu Ser Thr Ser Glu Gly Thr Val Arg Asn Lys Gly Gin 

94 210 215 220 

96 ctt gta gac cca cgt ggt tec aat act agt tea get gat ate caa eta 720 

97 Leu Val Asp Pro Arg Gly Ser Asn Thr Ser Ser Ala Asp He Gin Leu 

98 225 230 235 240 

100 aag ctt aag gag caa agt gac aca ctt tgg aag tta aag gat gga ctt 768 

101 Lys Leu Lys Glu Gin Ser Asp Thr Leu Trp Lys Leu Lys Asp Gly Leu 

102 245 250 255 

104 aag act cat gta teg get get gaa tta agg gat atg ctt gag get aat 816 

105 Lys Thr His Val Ser Ala Ala Glu Leu Arg Asp Met Leu Glu Ala Asn 
1° 6 260 265 270 

108 ggg cag gat aca tea gga cca gaa agg cac eta ttg gat cgc tgt gcg 

109 Gly Gin Asp Thr Ser Gly Pro Glu Arg His Leu Leu Asp Arg Cys Ala 
HO 275 280 285 

112 gat gga atg eta ttt gga gcg ctg ggt cct tgc cca gtc tgt get aat 

113 Asp Gly Met Leu Phe Gly Ala Leu Gly Pro Cys Pro Val Cys Ala Asn 
H4 290 295 300 

116 ggc atg tac tat tat aat ggt cag tac caa tgc agt ggt aat gtg tea 960 

117 Gly Met Tyr Tyr Tyr Asn Gly Gin Tyr Gin Cys Ser Gly Asn Val Ser 

118 305 310 315 320 

120 gag tgg tec aag tgt aca tac tct gee aca gaa cct gtc cgc gtt aag 1008 

121 Glu Trp Ser Lys Cys Thr Tyr Ser Ala Thr Glu Pro Val Arg Val Lys 

122 325 330 335 

124 aag aag tgg caa att cca cat gga aca aag aat gat tac ctt atg aag 1056 

125 Lys Lys Trp Gin He Pro His Gly Thr Lys Asn Asp Tyr Leu Met Lys 

126 340 345 350 

128 tgg ttc aaa tct caa aag gtt aag aaa cca gag agg gtt ctt cca cca 1104 
12 9 Trp Phe Lys Ser Gin Lys Val Lys Lys Pro Glu Arg Val Leu Pro Pro 
130 355 360 365 

132 atg tea cct gag aaa tct gga agt aaa gca act cag aga aca tea ttg 1152 



864 



912 
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198 625 630 635 640 

200 atg aag atg ctt ttc aat gtg gag aca tat aga get get atg atg gaa 1968 

201 Met Lys Met Leu Phe Asn Val Glu Thr Tyr Arg Ala Ala Met Met Glu 

202 645 650 655 

204 ttt gaa awt aat atg tea gaa atg cct ctt ggg aag eta age mag gra 2016 

W--> 205 Phe Glu Xaa Asn Met Ser Glu Met Pro Leu Gly Lys Leu Ser Xaa Xaa 

206 660 665 670 

208 aat att gag raa gga ttt gaa gca tta act krg rta cmg rat tta ttt 2064 

W--> 209 Asn lie Glu Xaa Gly Phe Glu Ala Leu Thr Xaa Xaa Xaa Xaa Leu Phe 

210 675 680 685 

W--> 212 gaa gga cac cgc tna tea age act ggc ttg ttr gag aaa get naa ttg 2112 

W--> 213 Glu Gly His Arg Xaa Ser Ser Thr Gly Leu Xaa Glu Lys Ala Xaa Leu 

214 690 695 700 

216 ttg ytg sga gem ats syt ttt tea etc tta tec ctt eta ttc ate etc 2160 

W--> 217 Leu Xaa Xaa Xaa Xaa Xaa Phe Ser Leu Leu Ser Leu Leu Phe lie Leu 

218 705 710 715 720 

220 ata tta tac ggg atg agg atg att tea tat tea aag gcg aaa atg ctt 2208 

221 He Leu Tyr Gly Met Arg Met He Ser Tyr Ser Lys Ala Lys Met Leu* 

222 725 730 735 

224 gaa get ctg cag gat att gaa att get tea aag ata gtt ggc ttc gat 2256 

225 Glu Ala Leu Gin Asp He Glu He Ala Ser Lys He Val Gly Phe Asp 

226 740 745 750 

228 age gac agt gat gaa tct ctt gat gat aaa tat atg aaa ctt cac tgt 2304 

22 9 Ser Asp Ser Asp Glu Ser Leu Asp Asp Lys Tyr Met Lys Leu His Cys 

230 755 760 765 

232 gac ate acc ccg ctg get cac gat agt gaa gat tac aag tta att gag 2352 

2 33 Asp He Thr Pro Leu Ala His Asp Ser Glu Asp Tyr Lys Leu He Glu 

234 770 775 780 

236 cag tat etc etc aac aca cat get cct act cac aag gac tgg teg ctg 2400 

2 37 Gin Tyr Leu Leu Asn Thr His Ala Pro Thr His Lys Asp Trp Ser Leu 

238 785 790 795 800 

240 gaa ctg gag gaa gtt ttt tea ctt gat cga gat gga gaa ctt aat aag 2448 

241 Glu Leu Glu Glu Val Phe Ser Leu Asp Arg Asp Gly Glu Leu Asn Lys 

242 805 810 815 

244 tac tea aga tat aaa aat aat ctg cat aac aag atg eta tta tgg cac 2496 

24 5 Tyr Ser Arg Tyr Lys Asn Asn Leu His Asn Lys Met Leu Leu Trp His 

246 820 825 830 

248 ggt tea agg ttg acg aat ttt gtg gga att ctt agt caa ggg eta aga 2544 

249 Gly Ser Arg Leu Thr Asn Phe Val Gly He Leu Ser Gin Gly Leu Arg 

250 835 840 845 

252 att gca cct cct gag gca cct gtt act ggc tat atg ttc ggc aaa ggc .2592 

2 53 He Ala Pro Pro Glu Ala Pro Val Thr Gly Tyr Met Phe Gly Lys Gly 

254 850 855 860 

256 etc tac ttt gca gat eta gta age aag age gca caa tac tgt tat gtg 2640 

2 57 Leu Tyr Phe Ala Asp Leu Val Ser Lys Ser Ala Gin Tyr Cys Tyr Val 

258 865 870 875 880 

260 gat agg aat aat cct gta ggt ttg atg ctt ctt tct gag gtt get tta 2688 

261 Asp Arg Asn Asn Pro Val Gly Leu Met Leu Leu Ser Glu Val Ala Leu 

262 885 890 895 
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264 gga gac atg tat gaa eta aag aaa gec acg tec atg gac aaa cct cca 2736 

265 Gly Asp Met Tyr Glu Leu Lys Lys Ala Thr Ser Met Asp Lys Pro Pro 

266 900 905 910 

268 aga ggg aag cat teg acc aag gga tta ggc aaa acc gtg cca ctg gag 

269 Arg Gly Lys His Ser Thr Lys Gly Leu Gly Lys Thr Val Pro Leu Glu 

270 915 920 925 

272 tea gag ttt gtg aag tgg agg gat gat gtc gta gtt ccc tgc ggc aag 

273 Ser Glu Phe Val Lys Trp Arg Asp Asp Val Val Val Pro Cys Gly Lys 

274 930 935 940 

III f 9 ^ tCa tCa 3tt agg agc tct * aa etc atg tac aat gag tac 

III IVt Pr ° Ser Ser 116 Arg Ser Ser Glu Leu Met ^ Asn Glu Tyr 
278 945 950 955 geo 

ate gtc tac aac aca tec cag gtg aag atg cag ttc ttg ctg aag gtg 
He Val Tyr Asn Thr Ser Gin Val Lys Met Gin Phe Leu Leu Lys Val 

Qfic; n _„ 



278 945 950 955 960 

280 — ' yt)U 

281 

282 965 ' 970 975 

284 cgt ttc cat cac aag agg tag 

285 Arg Phe His His Lys Arg 

286 980 

289 <210> SEQ ID NO: 2 

290 <211> LENGTH: 982 

291 <212> TYPE: PRT 

292 <213> ORGANISM: Zea mays 
294 <220> FEATURE: 

2 95 <221> NAME/KEY: misc_f eature 

296 <222> LOCATION: (1)..(982) 

297 <223> OTHER INFORMATION: Xaa=unknown 

300 <400> SEQUENCE: 2 

301 Met Ala Ala Pro Pro Lys Ala Trp Lys Ala Glu Tyr Ala Lys Ser Gly 

302 1 5 10 15 

303 Arg Ala Ser Cys Lys Ser Cys Arg Ser Pro He Ala Lys Asp Gin Leu 

304 20 25 30 

305 Arg Leu Gly Lys Met Val Gin Ala Ser Gin Phe Asp Gly Phe Met Pro 

306 35 40 45 

307 Met Trp Asn His Ala Arg Cys lie Phe Ser Lys Lys Asn Gin He Lys 

308 50 55 60 

309 Ser Val Asp Asp Val Glu Gly He Asp Ala Leu Arg Trp Asp Asp Gin 

310 65 70 75 80 

311 Glu Lys He Arg Asn Tyr Val Gly Ser Ala Ser Ala Gly Thr Ser Ser 

312 85 90 95 

313 Thr Ala Ala Pro Pro Glu Lys Cys Thr He Glu He Ala Pro Ser Ala 

314 100 105 HO 

315 Arg Thr Ser Cys Arg Arg Cys Ser Glu Lys He Thr Lys Gly Ser Val 

316 H5 120 125 

317 Arg Leu Ser Ala Lys Leu Glu Ser Glu Gly Pro Lys Gly He Pro Trp 
3X8 130 135 140 

319 Tyr His Ala Asn Cys Phe Phe Glu Val Ser Pro Ser Ala Thr Val Glu 

320 145 150 155 

321 Lys Phe Ser Gly Trp Asp Thr Leu Ser Asp Glu Asp Lys Arg Thr Met 

322 165 170 1?5 



2784 



2832 



2880 



2928 



2949 
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for 




J. Lf ft 


: j. 


L: 


173 


M: 


341 


W 


: (46) 


"n" 


or 


"Xaa " 


used , 


for 


O XL ^ 


Tntt 


: j. 


L: 


205 


M: 


341 


W 


: (46) 


"n" 


or 


"Xaa " 


used , 


for 




■LJJff 


: ± 


L: 


209 


M: 


341 


W 


' (46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


1 1 


L: 


212 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


L: 


213 


M: 


341 


W 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


L: 


217 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


L: 


361 


M: 


341 


W 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


363 


M: 


341 


W 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


365 


M: 


341 


W: 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


367 


M: 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


383 


M: 


341 


W: 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


385 


M: 


341 


W: 


(46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


387 


M: 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 


L: 


389 


M: 


341 


W: 


(46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:2 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/236 , 995B 



DATE: 08/14/2001 
TIME: 15:53:57 



Input Set : A:\SEQUENCE LISTING . txt 
Output Set: N:\CRF3\08142001\I236995B.raw 



<110> 



6 <120> 
8 <130> 

10 <140> 

11 <141> 

13 <150> 

14 <151> 
16 <160> 
18 <170> 



APPLICANT: Mahajan, Pramod B. 
Zuo, Zhuang 

TITLE OF INVENTION: Poly ADP-Ribose Polymerase Gene and Its Uses 

FILE REFERENCE: 5718-34, 035718-174234 

CURRENT APPLICATION NUMBER: 09/236,9956 

CURRENT FILING DATE: 1999-01-26 

PRIOR APPLICATION NUMBER: 60/072,785 

PRIOR FILING DATE: 1998-01-27 

NUMBER OF SEQ ID NOS : 5 

SOFTWARE: Patentln Ver . 2.1 



Does Wot Comply 
Corrected D/skeffp SL 



Diskette Needed 



EKRORED SEQUENCES 

508 <210> SEQ ID NO: 5 

509 <211> LENGTH: 530 

510 <212> TYPE: DNA 

511 <213> ORGANISM: Zea mays 
513 <4 00> SEQUENCE : 5 



515 trtlllT 9 tca !? cc **t cccctatcgc caaggaccag ctccgtcttg gcaagatggt 60 
5^6 T ag J 9 C89ttC9acg ^cttcatgcc gatgtggaac catgccaggt gcatcttcag 120 
51 aac^ aaaat T**"'* tgttgaaggg atagatgcac ^tag^gggl l o 

517 tgatcaagag aagatacgaa actacgttgg gagtgcctca gctggtacaa gttctacaac 240 

5 XoTtZl SSS tgta Caattga9at t 5 ctccatct gcocgtactt ca^ga^g 
S19 atgcagtgaa aagattacaa aaggatcggt ccgtctttca gctaagcttg agagtgaagg 360 

1 tTtZlllll HT atg9 l atCatgCCaa ctgtttcttt gaggtatccc cgtSgcaac 
522 tctStaaa ITallT, ^ ata <=ttt gtccgatgag gataagagaa ccatgctcga 480 
^^c|tgttaaa^aaagatgttg gcaacaatga acaaaataag ggttccaagc 530 




J30 
(532 
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L:161 M 
L:165 M 
L:168 M 
L:169 M 
L:172 M 
L:173 M 
L:205 M: 
L:209 M: 
L:212 M: 
L:213 M: 
L:217 M: 
L:361 M: 
L;363 M: 
L:365 M: 
L:367 M: 
L:383 M: 
L:385 M: 
L:387 M: 
L:389 M: 
L:529 M: 
L:530 M: 
L:532 M: 
L:532 M: 



:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
:341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 W: 
341 
254 
334 
336 



W: 
E: 
W: 
W: 



334 W: 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/236 , 995B 
Input Set : A:\SEQUENCE LISTING • txt 



DATE: 08/14/2001 
TIME: 15:53:58 





Output Set: 


N:\CRF3\08142001\I2 


(46) 


n n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


[46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


[46) 


"n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46 ) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


[46) 


n n « 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


[ 46 ) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46 ) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46 ) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46 ) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46 ) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46) 


n n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


:1 


46) 


n n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


2 


46) 


n n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


2 


46) 


n n n 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


2 


46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


2 


46) 


n n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# : 


2 


46) 




or 


"Xaa" 


used, 


for 


SEQ 


ID# : 


2 


46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# : 


2 


46) 


"n" 


or 


"Xaa" 


used, 


for 


SEQ 


ID# : 


2 



No. 
2) 



of Bases conflict, LENGTH : Input : 0 Counted:530 SEQ:5 
Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 3 
Invalid Amino Acid Number in Coding Region, SEQ ID : 5 
'2) Invalid Amino Acid in Coding Region, NUMBER OF INVALID KEYS : 3 
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